[ Downloaded from c4i2016.khu.ac.ir on 2026-05-25 |

[ DOR: 20.1001.1.24236330.1399.7.2.7.1]

[ DOI: 10.52547/nbr.7.2.192 ]

Nova Biologica Reperta 7(2): 192-205 (2020) o Pole 3 (p g Syadl
Print ISSN: 2423-6330/0nline ISSN: 2476-7115 YA Y0 JNAY Dlmio oY ojlad oV ol
https://nbr.khu.ac.ir; Kharazmi University Press; DOI: 10.29252/nbr.7.2.192 @j)‘f atifw'\: Sl Lzl

el oty byl %y GlaigS &9 398 (S 9 (Sl ey Hlowwgw (KU 905 (wy

ooljaast wolyd 9 (g yu s ccoudl ol pledl 59y (6 plo dil 5 (B o
OlRl Ol Ol (e St o8ls (e pyle 0uStngly dopiunsST Co e g (na) £955 09,5
F_ahmadzade@sbu.aC.ir wsljoes! gal b 2ol Jghus

s (Phylogeography) sl s bl ol ol 50,0 052y Dloszse 53, » peldl Sllogs Sl cwyp slp (SFslite o by, onesy
bl i Ol gley (b 0 el jss Sl cwy sl 5l on ewlie (Species Distribution Model) SDM  glaiss o595 55l
20 455 ol STy e3game 3l Aiges Cuin SAAMA ASMUSS il po )5 Jlosgus (1555 (49,0 (Swt) £45 (omyp yobiie 0 32855 () 50 .0t 2
5 5555 Lulyd sl BIOCHME (o il sloay¥ 5 jpa abadi 1 L 5 655 (ol iy sibdito o ooy 0 B g S5 05 5l onliinl b 5 (s lea !
Wges a5 ol oylis (S5 oy Ul gl .o plol (ENSEMDIE) solea Joo 51 (5 puS0,00 Bao b g SDM (5Ll a5l ooliial L (V-0 Jlo) oans]
M o 1y g8 pl (555 e abishle ( olshle aSis el cassay /A 4355 ol olishle £o sl Iimme ladiges plu 5 (B, liwl o Sy
S5 i Olpl 65 e W g osix o ] 85 (nl Csllas (2l plaaS) ol el Lulih )3 solon Jao aizmen ol Gl Glal (655
Ui g ey Slalllae S jsboay 098 oo 03933 wgllas olCia ) lyear livzgl ;0 Sgusme Sy b slaS) 5 alS laaS pl ol Vo0 Lo o
0092 (Flgd ol 53 lizme (ool s ST 95 sl s & (B2 55 Sh) 0z | (058 Sladized iz oS ol plis IS @98 ildae sla g

ool 428 5 )13 655 0 colishle odgama ;0 4355 | Gglhae oSy j coany] (55t Lasal,) slaz b ululy uizan ol

sliss @i iledae igslen Joo olpl S 315 Jlasas (ol oS e 05 - el slaejly

Genetic diversity within the Iranian spiny-tailed lizards and
predicting species distribution in climate change conditions
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Abstract. There are different methods to investigate the effects of climatic fluctuations on the biota, two of which, molecular
phylogeography and SDM, are the most useful tools to trace the past climate induced modifications on species’ geographic
digtributions. In this study, seven samples were collected from the species distribution range in Iran for the purpose of
measuring the genetic variation within the Iranian spiny-tailed lizards, using cytochrome b. SDM was carried out by 41
presence points and bioclimatic variables for the present and future climatic conditions (by the year 2050), employing the
statistical package ‘sdm’ in order to implement the ensemble model. The results of genetic analyses revealed that the
specimens from Bastak in Hormozgan Province are distinguishable from al other specimens. Haplotype diversity was
caculated as 0.8. The haplotype network illustrated that the central haplotype is located in the central Iranian Plateau.
Moreover, the ensemble model predicted that, while the suitable habitats of this species were found to be in the south of Iran
and the Iranian Central Plateau in the present climatic conditions, there will be a decrease in the extent of these patches and
Ba uchistan will be added as a suitable habitat in 2050. Generally, both genetic studies and modeling predictions suggested
that the western and southern specimens (Bastak in Hormozgan) were divided according to the separation of their habitats. In
addition, based on modeling scenariosin the future, the optimal habitat for the speciesislocated in the central haplotypearea.
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